SUPPLEMENTARY FIGURE S5 | Phylogenetic analysis of Spirochaetes TyrA orthologs. TyrA orthologs from Spirochaetes were identified through BlastP searches using characterized Spirochaetes TyrA (SsADH) targeting specific Spirochaetes orders (Leptospirales, Brevinematales, and Brachyspirales) that were not included in Figure 2 or Supplementary Figure S1 . TyrA orthologs were identified in the Spirochaetes, Leptospirales, and Brachyspirales, but not in Brevinematales.
Neighbor-joining phylogenetic analysis performed in MEGA7 from the MUSCLE alignment of Spirocheate TyrA orthologs. Evolutionary distances were calculated using the Poisson correction method with 1,000 bootstrap replicates, which are indicated at the branches, with values less then 50% removed for clarity. Scale bar represents number of amino acid substitutions per site. TyrA orthologs from Spirochaetes form a clade with SsADH and plant TryAs (characterized enzymes from this study or in previous studies shown in red). TyrA from Leptospirales and Brachyspirales group distinctly from clade I, suggesting that only a portion of Spirochaete have plant-like TyrA enzymes that group within clade I. Full genus and species followed by NCBI accession number are indicated for Spirochaete sequences not included in the original phylogenetic analyses (Figure 2 , Supplementary Figure S1 ).
